. The isofemale line method has been successfully employed in analysis of the genetic variability of various traits in Drosophila species (see Parsons, 1980 for a review). Previous studies by Bouletreau and Fouillet (1982) and Bouletreau (1986) showed a wide variation of host suitability among isofemale lines of Drosophila in a single generation. Recently, using this technique, Carton and Boul6treau (1985) (Barbotin et al., 1979) , new comb. (Nordlander, 1980) , a specific parasite of the sibling species D. melanogaster and D. simulans.
MATERIALS AND METHODS

General procedures
The 14 isofemales lines of L. boulardi used in this study were (Carton et al., , 1987 .
Therefore, we used D. simulans as a host in this study.
Genetic variability of different traits was calculated in first (Gl), second (G2) and fourth (G4) generations of parasites reared under laboratory conditions. In addition, to minimize host variation, all the D. si!rculans used in the study were recently derived from a single female also originating from Nasrallah.
Five batches of 100 Drosophila eggs (0-6 h old) were put in vials containing a killed yeast medium (David and Clavel, 1965) and maintained at 25°C. Twentyfour hours later, the larvae of 4 batches were exposed to a single L. boulardi female for a period of 24 h. The fifth batch (unexposed larvae) served as control. Four inseminated wasp females, 5-8 days old, were tested, from each of the 14 isofemale lines. Only 'experienced' wasps were used; before each experiment the parasites were allowed to parasitize D. simulans larvae for 4 h, and thus acquired prior oviposition experience with this host (van Lenteren, 1981) . Following development at 25°C, the adult flies and wasps were counted and examined. Hosts that had produced an immune response were identified by the presence of melanotic capsules within their abdomen (Carton and Kitano, 1981; Carton et al., 1986 ).
Calculation of biological parameters
Four different parameters were recorded for each test ( Fig. 1 Previous studies (Carton, 1984) At each generation, analysis of variance was used to estimate the within (V w ) and the between (V 6 ) components of the total variance (V t = V w + !). From these components it is then possible to estimate the intraclass correlation (t = V 6/ V t ).
This latter parameter estimates the average similarity of individuals belonging to the same group (Falconer, 1981) , i.e. in the present work, individuals belonging to isofemale lines. Hoffman and Parsons (1988) call this parameter (when using isofemale lines) the 'isofemale heritability'. As with the 'populational heritability' defined by Slatkin (1981) , this heritability is intermediate between a heritability in a narrow sense (h 2 ) and a heritability in a broad sense (H 2 ).
The confidence interval of this heritability depends on the confidence interval of the intraclass correlation. In the present paper, the following expression will be used:
where n is the number of individuals measured per line and N the number of lines (Bulmer, 1985; Donner and Wells, 1986 ). (Falconer, 1981) (Gotz, 1986) and especially Drosophila larvae (Nappi and Carton, 1986) (Carton, 1984 (Tables III and IV) . Resistant genes may be involved in the production or the regulation of a factor playing a role in the protective process. This factor could correspond to the inhibitor factor I (Walker, 1959) or to the recently discovered lamellolysin (Rizki and Rizki, 1984) (Carton, 1984) 
